14/02/2019 NCBI Blast:32,316-1R

BLAST ® » blastn suite-2sequences » RID-6BAM3TAZ114

BLAST Results
Questions/comments

Blast 2 sequences

Job title: 32,316-1R

RID 6BAM3TAZ114 (Expires on 02-16 00:50 am)

Query ID Icl|Query_124407 Subject ID
Description 32,316-1R Description
Molecule type nucleic acid Molecule type
Query Length 929 Subject Length
Program
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Descriptions
Sequences producing significant alignments:

Description Max Total Query E
score score cover value

MHIK_LPCM_O4541 hypothetical 621 621 36% 36-178

protein

MHIKLPCM_04542 hypothetical 240 440 37% 96124

protein

MHIKLPCM_04540 Leader 99.0 99.0 7% 66-21

peptidase PppA

Alignments

MHIKLPCM_04541 hypothetical protein

Sequence ID: Query_128949 Length: 336 Number of Matches: 1
Range 1: 1 to 336

Accession

Query_128949

Query_128950

Query_128948

621 bits(336) 3e-178() 336/336(100%) 0/336(0%) Plus/Plus
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MHIKLPCM_04542 hypothetical protein

Sequence ID: Query_128950 Length: 480 Number of Matches: 1
Range 1: 1 to 323

440 bits(238) 9e-124() 317/351(90%) 29/351(8%) Plus/Plus
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MHIKLPCM_04540 Leader peptidase PppA

Sequence ID: Query_128948 Length: 753 Number of Matches: 1
Range 1: 680 to 753

99.0 bits(53) 6e-21()  68/75(91%) 2/75(2%) Plus/Plus
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